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Reason for Referral: diagnosis
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Results:

Fusion Results Fusion Partner
NTRK1 Detected Detected
NTRK2 Detected Detected
NTRK3 Detected Detected

Clinical Significance:
Rearrangements of the genes tested and fusions with partner genes, leading to gene activation and overexpression, have been observed in a variety of cancers. Such fusions may
be targetable with selective kinase inhibitors.

Methodology:

Total nucleic acid was extracted from formalin-fixed paraffin-embedded (FFPE) tissue. The NTRK NGS Fusion Panel uses hybridization capture-based targeted next-generation
RNA sequencing for detection of fusions involving select exons of the following genes: NTRK1, NRTK2, and NTRK3. Sensilivity may be reduced for detection of lusions with a
non-targeted translocalion partner and detection of fusions with low expression. Certain isoforms of a given translocation may not be detected. Fusions involving regions with high
homology to several regions, including DUX4L1, SUZ12P1 and SSX4 genes, may not be detected.
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Test/Panel MolDX CPT AMA CPT
NTRK NGS Fusion Panel 81194 81194
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