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Results:

Test Result

MET Exon 14 Deletion Analysis Positive
Mutation(s) Detected

Clinical Significance:

Recurrent somatic splice site alterations at MET excn 14 (METex14) that result in exon skipping and MET activation have been characterized. METex14 mutations are detected
most frequently in lung adenocarcinoma (3%), also frequently in other lung neoglasms (2.3%), glioma (0.4%), and tumors of unknown primary origin (0.4%). Tumors with
METex14 alterations may respond to MET inhibitor therapy capmatanib or tepotinib.

Methodology:

The MET exon 14 deletion assay is a real-ime polymerase chain reacton (RT-PCR) assay performed using RNA extracted from formalin-fixed, paraffin-embedded (FFPE) lissue.
In two separate one-step RT-PCR reactions, a wild type (WT) MMX and a deletion MMX are amplified from the same RNA sample. Sample quantity and quality can substantially
affect a PCR reaction.
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Test/Panel MolDX CPT AMA CPT
MET Exon 14 Deletion Analysis 81479 81479
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The performance characteristics of this test have been determined by NeoGenomics Laborateries. This test has not been approved by the FDA. The FDA has cetermined such clearance or approvalis not
necessary. This laboratory is CLIA certified o perform high complexity clinice testing

Images that may be included within this report are representative of the patient but not all testing in its entirety and should not be used to render a result
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